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Zif268 BINDING SITE 



FIG. 1C 
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Fig. 5 
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FIG. 8A 
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FIG. 8B 
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FIG. 8C 
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ni 



P53 ZF IN VITRO SITE SELECTION CONSENSUS SEQUENCE: 

CXGGA CACGT X 
(WHERE X = NO CLEAR PREFERENCE) 



IN VIVO SITE SELECTION LIBRARY 

CGGGA NNNNN G 
(WHERE N = A MIXTURE OF A, G, C, AND T) 



I| SELECTED CLONES: 



SEQUENCE 



# OF CLONES 



CGGGA CACGT G 9 
CGGG ACATGTG 5 
CGGGA CACGG G 2 



SEQUENCE FOLD ACTIVATION 

CGGGA CACGT G 1 s.6 ± 2.7 

CGGG ACATGTG 12.0 10.5 

CGGGA CACGG G 12^6 ±1*9 



FIG. 9 
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